Supplementary Table S1. Real-time PCR primers

	Gene
	Forward primer
	Reverse primer

	ZO-1
	5’-CTCCAGGTGCTTCTCTTGCT-3’
	5’-TATCTTCGGGTGGCTTCACT-3’

	PPAR-α
	5’-TGGTTGAATCGTGAGGAACA-3’
	5’-ATCGCCACTAAGGTGTCAGG-3’

	PPAR-γ
	5’-CAGGAGCAGAGCAAAGAGGT-3’
	5’-TGGACACCATACTTGAGCAGA-3’

	TGF-β1
	5’-ATTCCTGGCGTTACCTTGG-3’
	5’-AGCCCTGTATTCCGTCTCCT-3’

	α-SMA
	5’-AGGGAGTAATGGTTGGAATGG-3’
	5’-GGTGATGATGCCGTGTTCTA-3’

	Smad7
	5’-CAAGAGGCTGTGTTGCTGTG-3’
	5’-TGGGTATCTGGAGTAAGGAGGA-3’

	Smad2
	5’-CGTCCATCTTGCCATTCAC-3’
	5’-TCCTGTCCATTCTGCTCTCC-3’


	TNF-α
	5’-AAGGGAGAGTGGTCAGGTTG-3’
	5’-TCTGTGAGGAAGGCTGTGC-3’

	MCP-1
	5’-CCTGCTGCTACTCATTCACC-3’
	5’-GGACCCATTCCTTCTTGG-3’

	IFN-γ
	5’-GCTTTGCAGCTCTTCCTCAT-3’
	5’-TCTTCCACATCTATGCCACTTG-3’

	IL-1β
	5’-TGGGCTGGACTGTTTCTAATG-3’
	5’-GGTTTCTTGTGACCCTGAGC-3’

	IL-2
	5’-CGGCATGTTCTGGATTTGAC-3’
	5’-CATCATCGAATTGGCACTCA-3’

	IL-4
	5’-TCATCCTGCTCTTCTTTCTCG-3’
	5’-CCTTCTCCTGTGACCTCGTT-3’

	IL-6
	5’-CGGAGAGGAGACTTCACAGAG-3’
	5’- ATTTCCACGATTTCCCAGAG-3’

	IL-10
	5’-CTTTGCTATGGTGTCCTTTCA-3’
	5’-ATCTCCCTGGTTTCTCTTCC-3’

	TLR4
	5’-TCAGAGCCGTTGGTGTATCTT-3’
	5’-CCTCAGCAGGGACTTCTCAA-3’

	Myd88
	5’-GCCTTGTTAGACCGTGAGGA-3’
	5’-GGGACACTGCTTTCCACTCT-3’


Supplementary Table S2. Summary of species enriched in each group at the phylum level. Control: average abundance in the control group (%); HF: average abundance in the model group (%); HF+NaB: average abundance in the NaB intervention group (%). F/B: Firmicutes/Bacteroidetes.
	Phylum
	Control
	HF
	HF+NaB

	Actinobacteria
	0.156%
	0.041%
	0.053%

	Bacteroidetes
	52.912%
	63.069%
	69.838%

	Firmicutes
	44.576%
	35.834%
	26.518%

	Proteobacteria
	0.440%
	0.518%
	3.178%

	Tenericutes
	1.415%
	0.092%
	0.162%

	F/B
	0.851
	0.572
	0.387


