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Figure S1. Expression of miR-15b-5p and miR-16-5p was 

measured by qRT-PCR and normalized to Hm/DSS/I3C 

(n = 7). Hm/DSS: H. muridarum plus DSS; Hm/DSS/I3C: 

H. muridarum plus DSS plus I3C.
a
P ≤ 0.05; 

b
P ≤ 0.01; 

c
P ≤ 

0.001; 
d
P ≤ 0.0001. 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

  

  

Figure S2 
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Figure S2. Flow cytometry analysis of mesenteric lymph node cells. Th17 cells were 

identified by IL-17 and CD4 staining. Treg cells were identified by CD4, CD25, and 

FoxP3 staining (n = 4). Ctrl: control; Hm: H. muridarum; Hm/DSS: H. muridarum plus 

DSS; Hm/DSS/I3C: H. muridarum plus DSS plus I3C; DSS/I3C: DSS plus I3C.
a
P ≤ 0.05; 

b
P ≤ 0.01; 

c
P ≤ 0.001; 

d
P ≤ 0.0001. 
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Figure S3 

Figure S3. Colon cytokine production. Protein levels were 

determined by ELISA using colon homogenates (n = 17-21). 

Ctrl: control; Hm: H. muridarum; Hm/DSS: H. muridarum 

plus DSS; Hm/DSS/I3C: H. muridarum plus DSS plus I3C; 

DSS/I3C: DSS plus I3C.
a
P ≤ 0.05; 

b
P ≤ 0.01; 

c
P ≤ 0.001; 

d
P ≤ 

0.0001. 



 Table S1. Statistical analysis parameters. 

a
Ctrl, untreated; Hm, H. muridarum-infected; Hm/DSS, H. muridarum plus DSS; 

Hm/DSS/I3C, H. muridarum plus DSS plus I3C; DSS, DSS treated; DSS/I3C, DSS 

plus I3C; Std dev, standard deviation.  


