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HBV(18), 2DIMALDI
15 2000 | 19715608 18 N/A | Y(12), Chronic (6) | HCV RNA- M(14), F(4) N/A N/A N/A NIA N/A N/A N/A N/A RN
(18)
4
months,
16 2009 | 19535005 3 N/A Y@ HBV(D), M(2), F(L) N/A N/A N/A NIA N/A N/A N/A 28 2D-DIGE
None(2) ! months
and <1

month




Training(HB Training
V:48, HFZV:O, Training(M:48, Tra'lnlng(Gl- (A:'53,
None:7), e 2:33, G3- B2, MALDL
17 2000 | 19161326 80 N/A N/A validation(H |\ ich 100 N/A N/A N/A NIA N/A 4:22), c0), N/A oE
BV:20, F:5) ’ Validation(G1 Validati
HCV:1, None: T -2:18, G3-4:7) on(A:25,
4 B0,
C:0)
18 2004 | 15221772 20 N/A Y(12) HCV(20) N/A N/A N/A N/A N/A N/A N/A N/A N/A 2|E-)TEQ£-ANI|_$?
2-DE,
19 2003 | 14673798 21 N/A N/A HCV(21) N/A N/A N/A N/A NIA N/A NIA NIA N/A MALDI-
TOF MS
HBV(7), 610, 61 2-DE,
20 2003 | 14654528 21 N/A NIA HCV(7), M(20), F(1) N/A N/A N/A NIA 2 Bty NIA NIA N/A MALDI-
None(7) ! TOF MS
HBV+(4) 2DE,
21 2002 | 12481271 11 NA | YN AR | R M(9), F2) N/A N/A N/A NIA N/A NIA NIA N/A | (DEMALDI
-(7)
_TOF-MS)
22 2013 | 23462207 2% N/A Y@) HBV(3). M(19), F(7) N/A N/A N/A N/A Gz((zllz()‘l)éz- T, 120 | A N/A 2DE, LC-
HCV(4) ' ' T3(5) MS

3(3), G3(5)




G1-2(1), )
23 2005 | 16335051 8 N/A Y(4), N@) HBV+(5), M(6), M(2) >20ng/mL(3). N/A N/A NIA G2(4), G2- NIA NA N/A 2DE, LC
HBV-(3) <20ng/mL(3) MS
3(2), G4(1)
2% 2006 | 16342242 10 N/A N/A N/A N/A N/A N/A N/A NIA G3(10) NIA NIA N/A 2DE LC
Nano-LC-
25 2011 | 22034872 3 N/A NIA NIA NIA N/A N/A N/A NIA NIA NIA NIA N/A Vi
26 2005 | 15852300 7 N/A NIA HBV(?) M(7) N/A N/A N/A NIA NIA NIA NIA NIA 2D-DIGE
Moderate(1),
HCV(0), 53-124 63-80 Moderate-
27 2011 | 21913717 3 N/A NIA A M(2), F(1) N/A M o NIA boar(D), T1(2), T3Q2) NIA NIA LC-MS
Poor(1)
28 2007 | 17203974 28 N/A NIA NIA NIA N/A N/A N/A NIA NIA NIA NIA N/A | SELDI2DE
LCM-ESI-
20 2007 | 17586277 10 N/A NIA HBV(10) NIA N/A N/A N/A NIA G3(10) NIA NIA N/A N

Legend and abbreviations

*patient's data relative to the whole population of patients enrolled in the study not the ones used in the gene expression
profile

**clinical information are reported only for patients enrolled in immunohistochemistry validation

AJCC American Joint Committee on Cancer: AJCC

BCLC Barcelona Clinic Liver Cancer

C1 cohort 1




C2  cohort?2

C3  cohort3

HBV+ hepatitis B virus positive
HC  healthy control

HCC Hepato-cellular carcinoma
HCV+ hepatitis C virus positive
HL  healthy liver

NT non tumoral tissue (mainly peritumoral)



