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Aberrations of the human microbiome are associated with diverse liver diseases, including hepatocellular
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Hepatocellular Carcinoma

Medical Condition

The most common form of liver cancer often seen in people with chronic
liver diseases like cirrhosis.

|= Rare (Fewer than 200,000 cases per year in US)
# May be preventable by vaccine

& Often requires lab test or imaging

¢?, Treatment from medical professional advised

@ Can last several months or years

Caused mainly due to the chronic infection of the liver or DNA mutation of
the liver cells. Characterized by unexplained weight loss, upper abdominal
pain and yellowing of the skin. Treatment options include hepatectomy,
target drug delivery and the use of radiation to kill the cancerous cells.

Symptoms
The early stages of the disease do not present any symptoms but in the

later stages the symptoms which are noted are as follows:

» Upper abdominal pain
» Weight loss

» Jaundice

» Fluid in the abdomen
« Liver failure

Treatments

Treatment option which is employed depends on the stage of the
condition, size and location of the tumor.

Medication

» Chemotherapy: Therapy where the drugs are used to kill the cancer
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