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Fig 1. Multivariate analysis of lipidomics data. The PCA score (A) and loading (B) plots were obtained based

on the mass levels of individual pancreatic lipid species of different groups: control (n = 6), patients(n =12).
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Fig 2. Mean lipid levels within each cluster. The data for each lipid are scaled to zero mean and unit variance. Average

cluster level was calculated as the mean value of all scaled lipid levels belonging to the cluster. Statistical comparison was
performed using linear mixed models (F-statistic; asterisk marker for p < 0.01). Error bars show the standard error of the

mean.
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M RNA SEEBMETTTHR M T RNA FUE IR, Rz BAERNIAR RNA B
FRE, BUEMRER RNA BEE. RSB L RNA LU, 28s 14
(R . ARIC IR i B DA K. Fastarea ratio PU/NEFR. —#0E RIN B KT 7
FRUAE A 5 2 AL 2R
2) MR

B EIRSEHLH S RNA F] DNasel i1k 2 Fx DNA J&, Fil Ribo-Zero™ r RNA




Removal Kits Z:BRFEAF 1) rRNA; S8 J57E Thermomixer JIAFT W7, 5
A0 mRNA FTHIR 150~500nt 55 5 Br. FH 7S SEERE L 51 420 LT 17 /5 1)
RNA R & i —%E cDNA, SREMAZ M, dNTPs, RNaseH F1 DNA %
A | BB R S RURUNAR R A T EE cDNA, T E B RS SR
JZ, #J5 H Qia Qiuck PCR X7 &4E4L IF A EB Sl e =IW, %t cDNA
Fr BOBAT R PER 1852, cDNA 19 37 AKifiin b poly(A) B I &R 78k,
R FH B R B 5 R L VKIZE HH KT 200t (1 7 BodkAT PCR 738, AT 45 20 /5 F
fX) cDNA. FELF IS T Agilent2100 73 4fr{F1 ABIStep One Plus 2if PCR
RGUTAT, H5 A G410 cDNA SCEEIN IR ZNE I #-@ &+, Hlumina Hi
Seq 4000 7=y &I FPACREATIN A, 7732 9% pair-end PP . SR TR LK
PSR B FORME S, BE B IpRES, AR E. R ELK
o T MR AL B AR, % [)— A7 B A5 0 i S AR A 00 3 M 2 4% B readis
3) I HHhE o A 43 A

o &5 R DR A B AR B R 4 CASAVA(VL.8.2) i3 47 G Bl 3 17 31

(Base Calling), ¥ a7 (FENAF RS, Hlumina P& AR &1
MR B, B read, B 25 /MGREE AT 5 T 1% read 2R EIGRMF), 1335
¥ Pass Filter Data, 253 DL FASTQ U A7 i, a8 2iME B
(FASTQ #& 358 —47) HHX M A i 245 5 (FASTQ #5205 DUAT ).

@GWZHISEQ01:289:C3Y96ACXX:6:1101:1704:2425 1:N:0:GGCTAC
GGGCACCAGTCGTAAAGTTAATCATGGATCTTCTCACGTCGCTGAGACC
AAAATTAAAACTATG+
<<BBFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFBFFFFFFFFFFFFFFFF
F<FFFBFBFFBFBFFFFF<

BAFHIAG 447, 5 VATRIEE 34T RFAIARE CHM fq SCHEN T
FAA# (R 2 BB 58 =AT “+7 JRIEFFIEH0), BHFAGE: 3 2172 F
Bls 55 AATRFAIMM TR, FAFANREE 2 7, ST EA
FREXT ASCIL Bk 2 33, RIAZHRIE (I e B e, Ehtmn@ st B i
ASCIIE A 64, AR Ho6 B B8R it &= 45 A& 31. A Illumina GA Pipeline v1.8
s CHATN v19), AR EEGEN 0 B 41.




4) I o VA

I Pl e o B S I FPASCAS B < 0 1K) RA R it 55 22 A DR S RS2
WHE M5 57 sl J LA R R, BRI g, 3
SR AL DR R S AW TR, X il RN PP BRI E . PR IR RS
g2k o EAH K, Phred &3 # Q SN A IR P UK AR W F: Q=-10log10P

. Probability of Incorrect | Base Call
Phred Quality Score BaseCall Accuracy
10 1in10 90%
20 1in 100 99%
30 1in 1000 99.90%
40 1 in 10000 99.99%
50 1 in 100000 100.00%

s NRARCHERIFRIE PCR 305 FTAR Y i o 1d BH 1o #AE

(QIEFRE D

1) BRBRALAAEIR AU 245, A 528 W SR R AL R 458, |]
R S0 N FH T MR e I R AL =2 (K 7T, D R Y32 W A AT e f4t R R g

2) BEESPEARKIAIE, JERAZERIT TSR WA AGE . UPLC
-MS A R A BEAT A A, RS R LT 2 _E TR, 9l B bR
SR T AL AT RE

3) MU AEE A FC AL 2 PO WO PRI « L IREE 55 05 T U 1 2 O AT
JRAR, XTSRRI A A S B R B FE SR (it 17 1 AT

(=) A B 89813 5 E 0T

[BFriE]

1) H B R e 5 U107 A AR AR S AR TR A A MEEAT 1

2) R AR o b A K A A A o A R A AL AT 7 ] P MR AT i
Fo

3) FEBIR I, Hig o ACUHE B BT TR 2 AR, (B E R e i o A
JITH 5 R IR I AT IR 1 AR 0 R




[ Rz srir]

et AR A e R, RS A AL, RIS I R B EA T g
W wRrZWNRTT, ZESRRFREIES . CT. MRIZ. ER&AREANR
A ARt I ELAS RERE B e 55 18 n e JE RSP SRR 28 1) R P R R (X 3 o
UeAh, EABERES RN EER (CT) FH ) 5 52 T8 5t m] fe s n%
VERTRE XS . A BB A IE G A, ROVEATRIAF B, IR MR E .
U, FEEAOE RS, 24, 5, JF R SRR T O B
iAW k. B AT I8 A A, fedH T R AN, e
i 2 HhY R S P R e P TR bR A K v BB I PRI B R e, HoA =

LR e ML 2 2 o

. RS
REBE. SHANBIER. HAFE, ATBA. BAL

B FRm

LAEEWZ O L EZAIHTI R RS 1-2 /K, SCIR 1-2 j&;
2. N —BIGIRAEVIFR AR IR TE

R FEM T A4




75 REEREITRI . SEACTREA B AR A AR

i RAWFETRREEH R (HEEXN> TET A,
JE
EOREA R R, SASEI T B H AR
B WG, FRARHIES . W R E TR .
2019 &£ 8 A — | SBIUZSE: RO A -S4 (UPLC- MS) #E4T
2019 £ 12 F B2 g A = 4046 I 3 b
B IR AR A A
B BRE KBRS, BRI M S R .
B2 IR TG R FRIE PCR & A (e e gekt
2020 %1 A— ) I R R
2020 4 12 F I, BAREdE 8T, FERENE RTS8 3.
B, BETOR, SuibdE, BESRRAR AR R
T,
BOEE. xRk R, EENIVERAT F Ak FEZO
2021 1 A— W12 5.
2021 £ 7 K B, HIESE M,
AR AP T 2021 £ 7 A 31 Hur#fT Bk




+. MR EMS TR

(=) THEAR (5K BHEGHARIFERE, OFEC TR
AL, AR B, LI AE AT R TAE R R

AREHFATR R, BRIEEE BARE N IMARAE M RRE, H
BREBE 2 R (PE-O 5 PE-P) KHMBEIERR (PA) B KFEE T,
LIRP AR BRI BRI SRBER KR EEETIRER, TN
JE AR ARSI v] L — @ AR B2 VPR R R B AFAE . (R TERS T
M2 e 2 5l R SR etk HE= s Mle 80 E, AR
— BB -

A 8

PCY (31.3% M

Fig 1. Multivariate analysis of lipidomics data. The PCA score (A) and loading (B) plots were obtained

based on the mass levels of individual pancreatic lipid species of different groups: control (n=6),
patients(n = 12).
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Fig 2. Mean lipid levels within each cluster. The data for each lipid are scaled to zero mean and unit variance.

Average cluster level was calculated as the mean value of all scaled lipid levels belonging to the cluster. Statistical
comparison was performed using linear mixed models (F-statistic; asterisk marker for p < 0.01). Error bars show the

standard error of the mean.
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KT LR TR R B E AR AR P iRk, BB T ot i
iR R Je i R R A Y B AL, e b QBRI HE IS AR O, PR
fERRHACE IR, AR B RS WA B E T R BUK T

(=) IHE44 (QFFCREEERRMSSH, Ss) a5 tFad
ik 0y £ 42)

AR UR R ZH BT A [ B\ A5 K i 5 S S Ao B B DD M, e DRAE e e
BEMA

ARURARHSRAF A GEAT IR SCHF, W A AT M3 AR A il 2% o Rl
WA AN B, WL -80CUKFISE, AT T-FrAS 1l % FILRAF- o

ARREH G P LR E RSB (RBERE PO FIAAE, 1%
A—RIERE T & A RNAREEI 6. SRR ER PCR
B0 AERTIRAG DNA T80, JA8h . BURTEL. Sl LAl
BV R B 0L BAGIR VKA RS B = SO (- B4 (UPLC-
MS) HRESEIIIEEE: AR AR SRR AR AR N 5o ORAIE VR ) IR
BERE . MR UL PCR & N FEBERIAN LRI i, SRR AL
H
(=) ARPEAFRABFL (PFEAFRBETEA 5 EAEKE
a9 A+ B 1 IL)

WEARA: Bg, LETENARER, BIEEEM

FRESIMAIH GRED L

L B O X BAMRIAE TR AT E (KB EORZ Raor
Tji), WL T 1001-01, HER-2. pAKT 7&T4ilfbric ALDHL FH ML AR i
Fik KRR 3, 2010/09-2012/09, 5 /i7t, L4588, .

2.1 R4 HARBIEFL 4T H, ZR2014HPO36, TGF- B 15 Sl M A 7
FR PR TR AHOCHLERE T, 2014/12-2016/12, 5 /378, C.458, Sn.

3. LMWL O X DA AE T LR AR EmH, 41T 1204-04, Snail
Jo E-cad 18 = B PEFLI b B 208 R Im R S X, 2012/09-2014/09, 0.2 J37T,




Cgd, 2.

4. FHFTRFF R Z: i HARB AL G T H , 030317, 7 £ 2T 24
SEIR (i 3 iR 42 28 3 B IO ML B 78, 2006/03-2008/10, 10 Jiot, CL45#,
ZM.
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