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SPECIFIC COMMENTS TO AUTHORS
1) The authors found that the expression of angiogenesis markers (ANGPT1, ANGPT2,

and VEGFs) is significantly higher in tumor tissues than in the normal group from The
Cancer Genome Atlas (TCGA) database. These angiogenesis markers are mainly
involved in regulating the process of some important signal pathways. In addition, there
was a significant difference in OS, and DFS between the high and low expression of
ANGPT2, PGF, VEGFA groups, respectively. 2)The above results on the other hand
confirms that the work done by Choi GH et al. is worthy of recognition and that the
above findings can be a supplement to Choi GH et al. study. In addition, the authors also
found some errors in the original text of Choi GH et al. 3)In the future, the authors may
investigate the expression of angiogenesis markers in paired HCC and normal samples
from their original database, and the role played by ANGPT1, ANGPT2, and VEGF in
the development of HCC. In addition, DSS (disease free survival) should be DFS.




