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[HTML] Cancer specific long noncoding RNAs show differential expression

patterns and competing endogenous RNA potential in hepatocellular carcinoma
J Zhang, D Fan, £ Jian, GG Chen. PBS Lai - PloS one, 2015 - joumals.plos.org

biological roles of IncRNAs have been conducted in vanous cancers, including HCC [1],
esophageal squamous cell ... ceRNA network construction and KEEG pathway analysis. .. Importantly,
we have constructed a ceRNA network to propose a new approach to Inc ENA research in
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Identification of IncENA-associated competing triplets reveals global patterns and
prognostic markers for cancer
P Wang, S Ning, ¥ Zhang, R Li, J Ye_.. - Nucleic acids .... 2015 - academic oup.com
Article Navigation. Identification of Inc RNA-associated competing triplets reveals
global patterns and prognostic markers for cancer. Peng Wang Peng Wang. College
of Bioinformatics Science and Technology, Harbin Medical .
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[HTML] Long non-coding RNA HOTAIR, a c-Myc activated driver of malignancy,

negatively regulates miENA-130a in gallbladder cancer
M Ma, CL, Y Zhang, M Weng... - ... cancer, 2014 - molecular<ancer biomedcentral. .
HOTAIR was previously shown to be an oncogene and negative prognostic factor in a vanety

of cancers. .. Plasmid construction. .. We manipulated the expression of c-Myc by transfecting
pcDONAZ 1-c-Myc (Figure 2A, B) or sIRNA into gallbladder cancer cells GBC-5D (Figure 20, E

WEIAXE: 37 BHENE MH127EE SR RF EF

[HTML] Construction and analysis of dysregulated IncRNA-associated ceRNA
network identified novel IncRNA biomarkers for early diagnosis of human
pancreatic ...
M Zhou, £ Diac, X Yue, Y Chen, H Zhao, L Cheng... - Oncotarget, 2016 - nchi.nlm.nih.gov

in Inc RNA-mediated ceRMNA network will have important effects in cancer-related biological

Construction and analysis of dysregulated Inc RNA-associated ceRNA network. . dysregulated
IncRMA-geeocigted ceRMA netwark (O CKY in PDAC was constructed bazed on “celRMA
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Basic Study
Construction ofan oesophageal cancer-specific ceRNA network based on

miRNA, IncRNAand mRNA expression data

Xue WH et al. Construction of an ocesophageal cancer-specific ceRNA network
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BELINET=FIE/Y45E - Construction of an esophageal cancer-specific

ceRNA network based on miRNA, IncRNA and mRNA expression data
{Ni82% : Construction of an oesophageal cancer-specific ceRNA network based on miRNA,
IncEMA and mEMNA expression data

Construction of differential mRMNA-IncRNA crosstalk networks based ...
https:/fwww ncbi nim_nih_gov/pmc/articles/PMC5349869/ - EiEkm
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2016=F12H39H - Esophageal sguamous cell carcinoma (ESCC) as one of main forms of __ In addition,
cancer subtype-specific ceRNA network was rarely considered before. ... by miRNAs were constructed
to compare IncRNA-related ceRMNA networks ... based on mRENA-IncRMNA expression data has never
been reported.

Construction and analysis of dysregulated IncRNA-associated ceRNA ...
https:/fwww.nchi_nim.nih.gowpme/articles/PMC5302921/ - BBEHE
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20165=TH28H - Paci et al. built two miRNA-mediated IncRNA-mRNA networks in normal ___ insights
into ceRMA-mediated gene regulation in gastric cancer and ovarian ... Based on the above obsenvation
these 7 IncRNAs with ceRMA activity .. organ- and disease-specific expression patterns than protein-
coding genes, ...

Cancer Specific Long Noncoding RNAs Show Differential Expression ...
https:/fwww.nchi.nim.nih.gov/pmc/articles/PMC4619599/ ~ BHEHHR
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20155105 22H - Based on bicinformatics generated from miRcode, starBase, and miRTarBase, ..
esophageal sqguamous cell carcinoma [2], colorectal cancer [3], renal cell ... Because the mRNA,
IncRMA, and miRMNA expression profile data were . The construction of ceRMNA network included three
steps: (i) cancer specific ...

A computationally constructed ceRNA interaction network based on a ...
https:/fwww ncbinim_nin_gov/pmc/articles/PMC5415789/ - BliZEikm
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2016595 26H - The most frequent subtype, esophageal sguamous cell carcinoma (ESCC). has an
obvious .. Through gene expression data analysis, Sumazin et al. found >7000 transcripts ... Briefly,
we generated =17 million reads from strand-specific, paired-end, ... IncEMNA—mMiENA—-mMRMNA ceRMNA
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