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Role of chromosome 1q copy number variation in hepatocellular carcinoma
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Chromosome 1q often has been observed to be amplified in hepatocellular carcinoma.

This review summarizes literature reports of multiple genes that have been proposed as

possible 1q amplification drivers. These largely fall within 1q21-1g23. In addition,

publicly available copy number alteration data from The Cancer Genome Atlas project

were used to identify additional candidate genes involved in carcinogenesis. The most

frequent location for gene amplification was 1g22, consistent with the results of the

literature search. The genes TPM3 and NUF2 were found to be candidates whose

amplification and/or mRNA up-regulation was most highly associated with poorer
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By integrating our results with copy number variation analyses, we obsemved that GNPAT, PPOX and five
of the methyltransferase genes (ASH1L, METTL13, SMYD2, TARBP1 and SMYD3), which are all located
on chromosome 1g, had increased copy numbers in the cancer samples relative to the normal
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Systems biology analysis of hepatitis C virus infection reveals the role of copy number increases in
regions of chromosome 1q in hepatocellular carcinoma metabolism Hepatitis C virus (HCV) infection is a
waorldwide healthcare problem; however, traditional treatment methods have failed to cure all patients, and
HCY has developed resistance to new drugs. Systems biology-based analyses could play an important
role in the holistic analysis of the impact of HCV on hepatocel...
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Systems biology analysis of hepatitis C virus infection reveals the role of copy number increases in
regions of chromosome 1q in hepatocellular carcinoma metabolism Hepatitis C virus (HCV) infection is a
worldwide healthcare problem; however, traditional treatment methods have failed to cure all patients,
and HCV has developed resistance to new drugs. Systems biology-based analyses could play an
important role in the holistic analysis of the impact of HCV on hepatocel...
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