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We investigated the TNF α –G308A polymorphism in 180 subjects; 120 naïve chronic HCV patients with different fibrosis grades (F0-F4) and 60 healthy controls. We proved that TNF α –308 A allele affects the transcriptional level of TNF α gene and the A containing genotypes (GA+AA) expressed higher TNF levels than GG genotype. All the study results confirmed that patients carrying one or two A alleles at TNF α –308 have a risk factor to develop hepatic inflammation, severe steatosis and progressive liver fibrosis. The study showed a potential genetic marker that can be useful in the determination of liver disease progression in chronic HCV infected patients.
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