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1 What did this study explore? 

The study explored the hypothesis that keratin 8/18 variants predispose human to non-

alcoholic fatty liver disease (NAFLD) progression and its metabolic phenotype. 

 

2 How did the authors perform all experiments? 

The subjects were selected from our Physical Examination Department, and diagnose of 

NAFLD were established according to ultrasonic sign of fatty liver. Each participant 

underwent a medical history, general examinations and laboratory examinations, at the 

same time, K8/K18 coding regions were analyzed. 

 

3 How did the authors process all experimental data?  

Messenger RNA sequences of K8 (NM002273) and K18 (NM000224) were used to 

localize coding variants, while genomic sequences (hKRT8 [M34482] and hKRT18 

[AF179904]) were employed for noncoding variants. Statistical analyses were performed 

using SPSS statistical software, version 20.0 for Windows. For continuous variables, a 

two-tailed t-test was used for two group comparisons, whereas Kruskal-Wallis 

nonparametric one-way analysis of variance was used to compare qualitative variables. 
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