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Cronkhite-Canada Syndrome - NORD (National Organization for
e hitps:/frarediseases org/rare-diseases/cronkhite-c anada-syndrome/ -
E=1 ; 5 i i e i it ; : —
4= 3e ML Cronkhite-Canada syndrome (CCS) is a very rare disease with symptoms that include .. It is

diffic ult to treat because of malabsorption that accompanies the polyps. ... There have been
fewer than 400 cases reported in the past 50 years, primanly in ... Peutz-Jeghers syndrome
(intestinal polyposis, type Il) is a rare inhented ..

[PDF] 2 - Baishideng Publishing Group

www. wignet_com/admin/download aspx #y pe=5&id=41&FilePath_..

6 Feb 2013 ... diagnostics, and physical diagnosis; and comprehensive therapy, ... lar cell
adhesiocn molecule-1 and VLA-4 expression[27]. ... tions in niche signaling in murine
models[29] can mimic ... Myelodysplastic syndromes (MDS)-like pheno- ... randomised
contrel trials; (14) Case Report: To repert a rare or typ-

identify genetic alterations: Topics by Science gov

https://'www science gov/topic pages/ifidentify + genetic +alterations

This study reviews extensive genetic analysis in advanced non-small cell lung ... To date, 76
FTEN alterations have been reported in melanoma cell lines and 33 PTEN ... Genetic
alteration and gene expression modulation during cancer progression ... proteomic, and
genomic screening approaches to identify therapeutic .

PART 2 Coran Pediatric Surgery. fth ed.pdf | Neoplasms ... - Scribd
https://pt.scribd com/.. /PART-2-Coran-Pediatric-Surgery-7th-ed-pdf

the case in two pediatric malignancies, Wilms' tumor and retinohblastoma. ... However, broad
analyses of miRMNA expression levels have demonstrated that ... to leukemia seen with

trisomy 21 (Down syndrome) and to germ cell tumors with phase [l study is done by
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Basic Study
Parallel mRNA, proteomics and miRNA expression analysis in cell line models of

the intestine

Finbarr O'Sullivan, Joanne Keenan, Sinead Aherne, Fiona O’'Neill, Colin Clarke,
Michael Henry, Paula Meleady, Laura Breen, Niall Barron, Martin Clynes, Karina

Horgan, Padraig Doolan, Richard Murphy

Abstract
AIM

To identify miRNA-regulated proteins differentially expressed between Caco2 and

HT-29: two principal cell line models of the intestine.

METHODS

&

PAGE: 1.0F 22

g = s (B
=1 =l

w |

Quotes Excluded
0
Bibliography Excluded 3 A'J'

Match Overview

Internet 214 wards
0
1 crawled on 01-Aug-2014 3 z'{}
www hiomedcentral.com

Crossref 40 words

E T P 1%
Karczewski, J.M.. "Quinone toxicity in DT-diaphorase-aeffic .. 0
ntand -deficient colon carcinoma call lines”, Biochemical P

m Y @ | Text-Only Report




Google+ ¥E EE #E Play YouTube Gmal =iRiE#

FParallel mENA, proteomics and miRNA expression analysis in cell line models -

ES ER LA gl 1 EH

HF[47 351,000 £52
EETHJEH-JF\] Google ZA.: Parallel mENA. proteomics and miRNA expression analysis in
i RN B - B :
?;ﬁ 24 B cell line models of the intestine
D RN Y
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Proteomics for understanding miRNA biology - NCBI - NIH
MASR hittps-//www. nc bi.nim_nih.gov/pmc/articles/PMC 3715049/
iR LA 27 Dec 2012 ... Keywords: Cell biology, iITRAQ, miRMNA, Multiple reaction moenitoring,

Moncoding RNA, SILAC . In parallel, the mature miRMNAs are assembled with the RNA
interference ... 2 Approaches for computational analysis and proteomics ... Determining the
mRMNA expression levels is not ideal for identifying targets ..

Integrated analysis of mRNA, microRNA and protein in systemic ...
https://'www_nc bi_.nlm.nih.gov/pmc/artic les/PMC 4940874/

11 Jul 2016 ... Renal tubular cells—derived iIPSCs were successfully obtained frem the urine ..
Based on high throughput analysis, integrated miRNA, mRMNA, and ... cell lines, which can be
beneficial for studying pathogenesis of model human diseases [6]. ..... and proteomic
expression profiling were employed in parallel

Integrated miIENA. mENA and proiein expression analysis reveals ...
hitps://www ncbi.nim.nih_gov/pmc/articles/PMC 3544584/

21 Mov 2012 ... The availability of both mRNA and protein data acquired in parallel is
particularly ... miRNA DE analysis heatmap and mRMNA-proteomic mapping. ... CHO is a highly
proliferative cell line in general having been cultured in vitro __.
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miRNAs in the NCI-60 cancer cell lines and identified tissue- and celltype— specific miRNA

patterns by . breast, central nervous system (CNS), colon, lung, ovary, prostate . together

with genomic, transcriptomic, proteomic, epige- ... Linear models were fitted to the ... Global
o mREMNA expression profiles of NCI-E0 cells mea-.
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miRNAs in the NCI-60 cancer cell lines and identified tissue- and ... published miRNA expression
studies on the NCI-60 panel showed a ... breast, central nervous system (CNS), colon, lung, ovary, ...
together with genomic, transcriptomic, proteomic, epige- nomic ..... similar mRNA analysis on the
NCI-60 cell line panel (17).
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2016575 11H - Renal tubular cells—derived iPSCs were successfully obtained from the urine .
Based on high throughput analysis, integrated miRNA, mRNA, and __. cell lines, which can be
beneficial for studying pathogenesis of model human diseases [6]. ... and proteomic expression
profiling were employed in parallel.

Integrated miRNA, mRNA and protein expression analysis reveals the ...
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2012=11H21H - The availability of both mRMA and protein data acquired in parallel is particularly ...
miRNA DE analysis heatmap and mRNA-proteomic mapping. ... CHO is a highly proliferative cell line
in general having been cultured in vitro ...
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