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Abstract

The annual number of deaths caused by hepatitis B virus (HBV)-related disease,
including cirrhosis and hepatocellular carcinoma (HCC), is estimated as 887000. The
reported prevalence of HBV reverse transcriptase (RT) mutation prior to treatment is

varied and the impact of preexisting mutations on the treatment of naive patients
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Antiviral Resistance and Hepatitis B Therapy - NCBI - NIH
https://www.ncbi_nlm.nih_gow/pmc/articles/PMC2707848/ ~ EhF Ik

{E&: MG Ghany - 2009 - 35| A:RE: 214 - HEXE

Antiviral resistance is due to the high rate of mutations that can cccur during hepatitis B virus (HBV)
replication and the selection of these mutants due to a ... in the reverse transcriptase region of the
HBE genome that have been shown to confer resistance to antiviral drugs in a phenotypic assay during
antiviral therapy ...

Naturally occurring mutations in the reverse transcriptase region of ...
https://www. ncbinim_nih_gow/pme/articles/PMC5483496/ - BhEH T

{E&: JE Kim -2017 - BXXE

2017=F6H218 - Our data showed that naturally occurring NAr mutations in South Korea might
contribute to liver disease progression (particularly HCC generation) in chronic patients with genotype
C2 infections. Keywords: Hepatitis B virus, Polymerase, Reverse transcriptase, Potential nucleosit)ide
analog resistance, ...

Overview of hepatitis B virus mutations and their implications in the ...
https:/fwww.nchi_nim_nih_gow/pmc/articles/PMC4698481/ ~ EMEIH R

{E&: P Caligiuri - 2016 - 33| Ax#: 29-BXEXE

20165 1HTH - HBY mutations occur in all four overlapping open reading frames encoding viral
polymerase, surface antigen, core and X protein. Understanding the correlation between mutations and
liver disease progression is crucial for an effective clinical management in HBY patients with resistance
to antiviral drugs, ...

Current and future antiviral drug therapies of hepatitis B chronic infection
https://www.ncbinim.nih.gov/pmc/articles/PMC4450180/ ~ EhEHkm

{E& : L Koumbi - 2015 - 33| FHKS: 25- XN E

2015F5H818H - The progression of HBV-induced liver diseases depends on the geographical area, the
presence of HBsAg and HEeAg mutations and viremia levels[11]. ... NAs are chemically synthesised
drugs that competitively inhibit the DMA dependent and reverse transcriptase activity of viral
polymerase and therefore ..
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Novel Natural Mutations in the Hepatitis B Virus Reverse ... - NCBI - NIH
https://www ncbinim_nih_gow/pmc/articles/PMC4006920/ - BhEH T
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2014F5H81H - In this study, we conducted a multi-stage study to identify HCC-related mutations in the
reverse transcriptase (HT) domain of the HEY polymerase gene. .. Two types of mutations are
associated with treatment failure to NA: primary mutations, which are directly responsible for drug
resistance, and ...

Overview of hepatitis B virus mutations and their implications in the ...
https://www.ncbinim_nih_gov/pmc/articles/PMC4698481/ ~ BHFH T
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20161 87H - HBV mutations occur in all four overlapping open reading frames encoding viral
polymerase, surface antigen, core and X protein. Understanding the comrelation between mutations and
liver disease progression is crucial for an effective clinical management in HBY patients with resistance
to antiviral drugs, ...

Naturally occurring mutations in the reverse transcriptase region of ...
https://www.ncbinim_nih_gov/pmc/articles/PMC5483496/ - BhEm

{fE&: JE Kim - 2017 - =N E

2017=6H218 - Our data showed that naturally occurring NAr mutations in South Korea might
contribute to liver disease progression (particularly HCC generation) in chronic patients with genctype
C2 infections. Keywords: Hepatitis B virus, Polymerase, Reverse transcriptase, Potential nucleosit)ide
analog resistance, ...
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2014=F581H - In this study, we conducted a multi-stage study to identify HCC-related mutations in the
reverse transcrptase (RT) domain of the HBY polymerase gene. ... Two types of mutations are
associated with treatment failure to NA: primary mutations, which are directly responsible for drug
resistance, and ...

Overview of hepatitis B virus mutations and their implications in the ...
hitps://www.ncbi.nim_nih_gov/pmc/articles/PMC4698481/ ~ EhFtkm

{Ed : P Caligiuri - 2016 - #3|Ax8: 30 -BxTE

2016=F187H - HBY mutations occur in all four overlapping open reading frames encoding viral
polymerase, surface antigen, core and X protein. Understanding the correlation between mutations and
liver disease progression is crucial for an effective clinical management in HEY patients with resistance
to antiviral drugs, ...

Naturally occurring mutations in the reverse transcriptase region of ...
https://www.ncbi.nlm.nih.gov/pmc/articles/PMCS5483496/ - BhEtkra

fE&: JE Kim-2017 - ¥ X HE

201768218 - Our data showed that naturally occurring NAr mutations in South Korea might
contribute to liver disease progression (particularly HCC generation) in chronic patients with genotype
C2 infections. Keywords: Hepatitis B virus, Polymerase, Reverse transcriptase, Potential nucleos(t)ide
analog resistance, ...

Prevalence of mutations in HBY DNA polymerase gene associated ...
https:/f/www sciencedirect com/science/article/piirS141386701630023X - EhFkm
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Despite high drug efficacy for inhibiting HBY, one of the largest cbstacles with long-term NAs therapy is
the development of viral resistance. LAM ... NAs treatment failure has been linked to mutations at the
reverse transcriptase (i) region of the HEY DNA polymerase gene, and mutations at individual codons
in the HBV ...
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