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The manuscript has been improved according to your and the referees’ suggestions:
1 Format has been updated according to writing requirements of brief article.
2 Revision has been made according to the suggestions of the reviewer
Introduction

(1) About gastric cancer classification: Yes, we noticed Lauren classification is more used in papers when stating the subtype of GC. As we are not available for the Lauren Classification of the whole cases, TNM staging classification is used according to the AJCC TNM Staging Classification for Carcinoma of the Stomach (7thed., 2010). This is clarified in note of Table 1.
(2)  Thank you for the correction. We have substitute the statement “HDGC only accounts for less than 1% of all cases of GC” with “About 90% of gastric carcinoma presents a sporadic setting and only 10% shows a familial cluster; among this group, about 15% are considered as hereditary syndromes, such as the HDGC” according to your suggestion.

(3) Thank you for pointing out the mistake. We have replaced the statement “For intestinal or sporadic GC, the status of CDH1 mutations is seldom reported” with “For sporadic GC, germline CDH1 mutations are seldom reported”.
(4) We have modified the description “175 sporadic and 61 hereditary” with “175 sporadic cases and 61 cases with hereditary predisposition (Table 1)”.  In Table 1, we classify the patients as four types: Familial recurrence for gastric cancer (6), Low familial recurrence for gastric cancer (39), Young age (<50) of sporadic disease (16), and Old age ((50) of sporadic disease (175).
Materials and Methods
(1) Mutation screening of CDH1 exons 2-16 was carried out by HRM analysis, while the region from promoter to intron 1 was detected by directly sequencing as there might be more than one variant in this region. This elucidation was added in Materials and Methods: Genotyping analysis.
(2) Thank you for referring the inappropriate description. We carried out RNA splicing analysis on clinical samples (tumor tissue and paired normal tissue from patients). It’s not appropriate to state it as an in vivo experiment. We have modified the description as ‘RNA splicing analysis on clinical samples’.
Discussion
Thank you for the suggestion on Discussion. The Discussion has been updated:
(1) Recent literatures about sporadic GC patients carrying CDH1 mutations have been added in the first paragraph of Discussion. 
(2) The function and clinical significance of the four novel E-cadherin mutations to sporadic gastric cancer has been discussed according to recent literature in Discussion. The changes are marked in blue.
3 References and typesetting were corrected

4 All the revisions we made were highlighted in blue in the updated vision.
Thank you again for publishing our manuscript in the World Journal of Gastroenterology.
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