
Supplementary Table 1 A full list of the analyzed SNPs 

SNP Gene Reference Effect allele* OR (95% CI)* P* Cases* Controls* 

rs1617640 EPO A T 1.47 (1.31-1.65) <1 x 10
-5 

1618 954 

rs9521445 MYO16/IRS2 B A 1.32 (1.19-1.45) 7.2 x 10
-8

 1563 1531 

rs1800783 eNOS C A 1.26 (1.08-1.47) 2 x 10
-3 

718
# 

749
# 

rs1531343 HMGA2 D C 1.45 (1.20-1.75) 1 x 10
-4 

1233 2125 

rs1800470 TGFB1 E C 1.25 (1.05-1.48) 0.01 1776 1740 

rs759853 AKR1B1 F T 1.40 (1.13-1.74) 0.002 1243 1933 

rs1801282 PPARG G G 0.77 (0.68-0,87) - 10,920 16,203 

rs13293564 UNC13B F T 1.23 (1.11-1.35) <1 x 10
-4 

1572 1710 

rs2268388 ACACB G T 1.35 (1.12-1.65) - 10,920 16,203 

rs1801133 MTHFR H T 1.57 (1.31-1.88) <1 x 10
-5 

7676 7512 

rs841853 GLUT1 I A 1.28 (1.09-1.50) 2 x 10
-3 

2239 3579 

rs2241766 ADIPOQ J G 1.50 (1.07-2.10)
§
 0.02

§
 576 4746 

rs5186 AGTR1 K C 2.11 (1.06-4.23)
▲

 - 2706 2956 

rs4880 SOD2 L C 0.80 (0.66-0.97)
▲

 - 1583 1058 

CI- confidence interval; OR- odds ratio; *data from the literature. 
#
Results replicated in a large independent cohort (1105 nephropathic patients 

and 862 controls). 
§
Association limited to Caucasians. 
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Supplementary Table 2 Associations between GRS and different parameters in patients with 

glomerular diseases (GD group) 

Parameter GRS, mean (SD) P 

Rapid progression (TTD ≤3 months vs >3 months)  0.523 (0.250) vs 0.633 (0.256) 0.27 

Fast progression (TTD ≤1 year vs >1 year) 0.582 (0.236) vs 0.641 (0.261) 0.75 

Slow progression (TTD >5 years vs ≤5 years) 0.637 (0.266) vs 0.622 (0.256) 0.77 

Diuresis (preserved diuresis vs no diuresis) 0.639 (0.257) vs 0.575 (0.252) 0.25 

24h diuresis >500 mL (>500 mL vs ≤500 mL) 0.638 (0.252) vs 0.520 (0.260) 0.67 

Male sex (males vs females) 0.642 (0.257) vs 0.611 (0.256) 0.47 

*Cases with complex pathogenesis (CP) excluded from analysis. GRS – genetic risk score; 

TTD – time-to-dialysis. Significant differences are highlighted in bold. 

 

 


