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SPECIFIC COMMENTS TO AUTHORS 

1. The authors have mentioned in the manuscript that genomic DNA from 100 normal 

individuals were extracted to act as normal controls. Can the authors elaborate on this? 

Why was the genomic data from 100 individuals needed? Were they taken from the 

archives or the genomic DNA analysis was done for this case only?  2. A discussion on 

the various therapies, the use of genetic analysis in affected families to predict the 

occurrence of these lesions in other individuals of the same family can be added in the 

manuscript.   3. Does the variation in the genetic involvement affect the prognosis?  4. 

A follow-up data in the present case, if available can be added. 

 


