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The threshold for significant differential expression of small RNA-seq data was Bonferroni 

adjusted p-value < 0.05 and absolute value of log2 fold change |log2FC| > 1. 

All statistical analysis including area under the receiver operating characteristic curve (AUC-

ROC) was performed using RStudio software (R v.3.6.3) and respective R packages. Shapiro-

Wilk normality test was used to test the normal distribution of data. For normally distributed 

data, statistical significance was assessed by Student's t-test. If the data did not pass normality 

tests was performed non-parametric Wilcoxon rank-sum test. A p < 0.05 was considered 

statistically significant. 

The statistical methods and techniques mentioned are appropriate for the research. 
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