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Supplementary Figure 1 Comparison of driver gene variant frequencies in

gastric cancer in our cohort as well as the OrigiMed2020 and TCGA cohorts.
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Supplementary Figure 2 The enrichment of gene fusions in patients with
gastric cancer with driver alterations. A: TP53; B: ARID1A; C: PIK3CA; and D:
CDHI1.



