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Oct 31, 2014 - Regulatory single nucleotide polymorphisms (rSMPs) which change the transcriptional
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associated with ...

VEGFA SNPs and transcriptional factor binding sites associated with ...

https:/fwww.researchgate net/ . /236104487 VEGFA SNPs_and transcriptional factor

We conducted genetic analyses of seven single nucleotide polymorphisms (SMNPs) in the promoter .. All
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