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Abstract

AIM: To investigate the effects of testis-signal transduc-
tion and activator of RNA (T-STAR) on telomerase activity
in human colon cancer cell line HCT-116.

METHODS: The T-STAR sense or antisense gene was
transfected into HCT-116 cells with lipofectamine. The
MRNA and protein expression of T-STAR were determined
by reverse transcription polymerase chain reaction (RT-
PCR) and western blot, and the activity of telomerase was
measured by PCR-ELISA.

RESULTS: The expression of T-STAR mRNA and protein
were significantly increased in T-STAR transfected cells
(296% and 180% respectively, P<0.01), while markedly
decreased in antisense T-STAR transfected ones (59%
and 83.8% respectively, P<0.01). The activity of telomerase
was significantly increased in T-STAR transfected cells,
but decreased in antisense T-STAR transfected ones. The
expression of T-STAR and the activity of telomerase mani-
fested no significant difference between HCT-116 cells
transfected with empty vector and non-transfected ones.

CONCLUSION: T-STAR gene may play an important role
in the positive regulation of telomerase activtity in human
colon cancer HCT-116 cells.
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HCT-asSTARFIHCT-STAR. [] 1 %} 6k J JFORLDNA [ 4% %
SN HCT-116. -5 e 40 k% 9% 48 h e, g 1 X 10°
M, $EHCAS RNA, 54 ¢DNA, HEAT RT-PCR A
WM. T-STAR K5 5o e 597510 4 : P1=5" CAGGATGGGACA
TGCTTTG3”, P,~5" TCTGTAGACGCCCTTTGCT3 ; %
M Bactin 5¥FHI M :Pi-5" GTGGGCCGCTCTAGGC
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EE2FM 1.5 nL Ep &, BA10 mL/L $2HE M
BN ZE A B 40055 77 PMSF. FH BioRad % R & A A &
SRR AR IV, A0 PR SRR B0Rs 5 2R B 1 VR R
B TR —20 CARAE 45 . Western blot 2 (4 FRENE,
OrAIES AN B 1 40 ng AR 1 X BRI
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