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Abstract

AIM: To establish a fast, specific and sensitive
diagnostic method for detecting the invasion
plasmid antigen H (ipaH) and the invasion-
associated locus (ial) DNA sequence of Shigella.

METHODS: Seventy-one stool specimens from
patients with acute diarrhea were tested by two
methods; a traditional culture method, and a
polymerase chain reaction (PCR) and nested-
PCR assay. PCR-amplified products were ini-
tially evaluated by electrophoresis with 20 g/L
agarose gel and visualization by ethidium bro-
mide staining.

RESULTS: Serological assay classified the
Shigella isolates as follows: 24 Shigella flexneri,
23 Shigella sonnei and one Shigella dysenteriae.
Salmonella was isolated from 23 of the 71 stool
specimens by conventional coproculture. PCR
assays showed that 46 of the 48 Shigella spp. were
positive for the ipaH gene, 34 were positive for

the ial gene, and 14 were negative. Nested-PCR
assays detected 14 specimens as negative for ial,
12 were positive, and 46 specimens were posi-
tive for both the ipaH and ial genes. The ipaH
and ial genes were both negative in 23 Salmonella
isolates. The kappa test, was used to compare
two test results, and the kappa value was 0.937 (P
<0.05).

CONCLUSION: PCR assays detecting the
invasion-associated genes of Shigella from feces
provided fast, specific and sensitive diagnostic
methods.
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