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Abstract

AIM: To detect the differentially expressed genes
in the process of esophageal carcinoma induced
by nitrosamine, and analyze the property of
gene expression at different stages, especially
the relationship between differentially expressed
genes and DNA methylation.

METHODS: One hundred and ten mice were
randomly divided into group A (n = 40) and
B (n = 70). The mice in group A were fed with
distilled water, while those in group B were fed
with carcinoma-inducing mixture containing 20
g/L sodium nitrite and 200 g/L N, N-dimethyl
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benzyl amine. At the 4, 8, and 20 wk of induc-
tion stages, the total RNA from esophageal tis-
sues was isolated and reversely transcripted,
and then hybridization with gene-chip was per-
formed. The differentially expressed genes of the
two groups were analyzed.

RESULTS: During the process of induction, the
number of up-regulated oncogenes increased in
a step-by-step fashion in group B as compared
with that in group A, and the phase-specificity
of oncogenes was observed. But most antionco-
genes did not change remarkably. Most genes of
DNA methylation did not change at 4 wk, but
were up-regulated at 8 and 20 wk. The DNA de-
methylation gene Mdb2b was up-regulated from
the 8 wk, but Gadd45a was up-regulated from
the 4 wk and maintained a high level at 8 and
20 wk. Genes of histone acetylation, which were
changed obviously, were not found.

CONCLUSION: During the process of nitrosa-
mine-induced esophageal carcinoma, up-reg-
ulation of numerous genes may associate with
the demethylation of genomic DNA at the early
stage. Gadd45a may be involved in the demethyl-
ation during the early weeks.

Key Words: Gene-chip; Esophageal carcinoma;
Nitrosamine; Epigenetic genetic modification; DNA
methylation; DNA demethylation; Histone acetyla-
tion; Histone deacetylation
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ANJETE LR R AT I DN A LA B IR 1 4
SEHL (KA. 1iDnmtl « Dnme2 ) 3R vl g
MATT 2 5 15 A0 B DR 2R 0

R TR R IR AR I A R 1 LB
WL IR, 20 8 1 SRk ] A e £ J 45 ) R 1T
T DR S P22 A Y A e 5 5 OB R Rk T
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