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Abstract

AIM: To clone and identify the differentially
expressed gene fragments in hepatocellular
carcinoma (HCC) and normal liver tissues and
to explore the molecular pathogenesis of HCC.

METHODS: Fluorescent mRNA differential
display (mRNA-DD) was used to compare the
differential gene expression in HCC and nor-
mal liver tissue samples. The obtained gene
fragments were cloned and sequenced. The
sequences were submitted to the GenBank for
homologue analysis using BLAST software.
RT-PCR was performed to detect the expres-
sion of each differential gene fragment in HCC
and normal tissue samples.
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RESULTS: Gel imaging scan revealed a 500-600
bp differential gene fragment. The sequence
of this gene fragment was compared with
that in GenBank, showing that this gene frag-
ment was homologous to EEG1 (99%). RT-PCR
demonstrated that the expression of this gene
fragment was significantly lower in HCC tis-
sue samples than in normal tissue samples (P =
0.001).

CONCLUSION: EEG1 gene expression is much
lower in HCC tissue than in normal tissue. Its
down-regulated expression in HCC tissues is
probably related to the carcinogenesis of HCC.
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