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Abstract

AIM: To identify differentially expressed genes
(DEGs) induced by sevoflurane and propofol
with DNA microarray.

METHODS: The expression data of GSE4386
which contained atrial samples collected from
patients receiving anesthetic gas sevoflurane or
intravenous anesthetic propofol in gastrointes-
tinal endoscopy were downloaded from Gene
Expression Omnibus (GEO). The DEGs in the
sevoflurane group and propofol group were
identified and compared. Then, the functions
significantly related to the DEGs were enriched.
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The interactive functional modules for common,
sevoflurane specific and propofol specific DEGs
were constructed to perform analysis of biologi-
cal processes.

RESULTS: The percentages of DEGs were 31.3%
(275/879) and 94.8% (275/290) in the sevoflu-
rane group and propofol group, respectively.
Functional categories for the common, sevoflu-
rane specific and propofol specific DEGs were
very similar. Function modules, such as regula-
tion of transcription and regulation of cellular
process, for the common, propofol specific and
sevoflurane specific DEGs were identified.

CONCLUSION: Sevoflurane and propofol may
synergistically reduce gastric mucosal tissue
injury in patients undergoing gastrointestinal
endoscopy.

© 2014 Baishideng Publishing Group Inc. All rights
reserved.
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