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Abstract
AIM: To study the molecular mechanism of
pathogenesis of chronic hepatitis B.

METHODS: Based on microarray experiment,
GeneSpring software was used to screen
differentially expressed genes in chronic
hepatitis B patients, and GeneTrail software was
used to perform enrichment analysis of related
biological pathways.

RESULTS: A total of 417 differentially expressed
genes were identified, of which 205 were
upregulated and 212 downregulated. Significant
pathways to which downregulated genes
belong include ErbB, non-small cell lung cancer,
mTOR, RNA degradation, T cell receptor, chronic
myeloid leukemia, and renal cell carcinoma
pathways. Significant pathways to which
upregulated genes belong include chemokine,
lysosomes, Vibrio cholerae infection, and IgG Fc
receptor-mediated phagocytosis pathways.

CONCLUSION: PI3K/AKT downregulation
is likely a major molecular mechanism of
persistent hepatitis B.

© The Author(s) 2016. Published by Baishideng
Publishing Group Inc. All rights reserved.
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W S ERIA3.5/CCHBHR#, £125%-35%(1)
CHB B #H 30T e AR, B ariG ARG T
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NV N I G BN I JES Pt ) o Vi
CHBEH N2 R RIEFE R, JHELEE B
B 22 5 3R A B AT (5 5w Bk 1 R
1, T ER T CHB I 2 2R 73T HL.

1 BRFSE
1.1 A4 B R B 28 — < F5E2010-08/

2016-06-08 | Volume 24 | Issue 16 |



TXE, 5. B CARSRENERRAERME AR ESEEHIN

2013-07[12CHB&E#H, I HEIBICHB &
&, CHBEH AT VESH, k4], TR
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RNABHATII A4, 70000 E &, HEEAR
PR LK B A

1.2.2 HBRNAFRILE G K £ L5 pgi
RNA, cDNA Synthesis Kit& A5 EcDNAFF:
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Isolation kith& i &3/ E F M M Hinid
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U133 Plus 2.0 A #E565 /i /£ Hybridization Oven
6404145 ‘C 47216 h.

1.2.3 S h Bfam s RKEnh: HSHERX
FlGeneChip Scanner 30001714, Expression
Console Version 1.13EEURIGEHE, s &1
H 5 K FlGeneSpring Software 113#4T)9—1L
AbFR K Gt A SR R 2R U7 ik R
KA HIRIEE SEBAT F T F 04, A
8] 25 A5 B>2 HP<0.05 58 LN ZE R RIEFEN.
1.2.4 A% g o K ERERE
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XFRELH, A3 ACHBEE), A HH— UG R FERRORRREE, H— LR E &SR RO AR B Wy A e A —

K “0” .
HRERZMR b2
PRKCD g 5'~CCTGACTATATCGCCCCTGA-3'
Tf5: 5'~GTCCTTGGACTCCTTGGTGA-3'
PIK3R1T s 5'~AGCATTGGGACCTCACATTACACA —3'
Tf5: 5'~ACTGGAAACACAGTCCATGCACATA-3'
PTPRC 5 5'~AGCACCCTGAGACCCTACC-3'
Tf5: 5'-TGAAATGCCTTAATCCCCTT-3'
FOXO03 s 5'~-GCAAAGCAGACCCTCAAACTG-3'
Tf5: 5'-TGAGAGCAGATTTGGCAAAGG-3'
STAT3 5 5'~ACCTGCAGCAATACCATTGAC-3'
Tf5: 5'~AAGGTGAGGGACTCAAACTGC-3'
GNA/2 s 5'~-GCCTACTACCTGAACGACCT-3'
Tf5: 5'—~ATGATGGACGTGTCTGTGAACC-3'
3 I1e

FE RS P 6 8 1 5k K] 2 1) 23 T R A T 4 T 3
AT AR R A AR IE TR E
Affymetrix A 7] 2E*ffJHuman Genome U133
Plus 2,05 H RS J, %8 B8 7>220001
PREFA, £R2 14500 AN RE Y A LR,
GeneSpring /e — &5 SEH B AV 7 #L
I 73 A, O TIAL 1 3 RSy s 2 i
FERZH, R amadE 0 — b, s
S O R B R R PREN SO T E
#. BEEZERSN. ZREAuE LN
AH 5T GeneSpring A 5 ERLES 1 HH 12847 )4
— LA PR JE 19 B £ 54680 e s A, il Se it
SOrHT, 2R W MR SR R EH 2479542010,
EFRT2UGE CAEFRIBIENS, 2RE
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IEFERECH 4174, HdRIE B R R L
H A205, ik R R FISE RS E A2124

BE R T e & A o A A2 H T o A R R
FBAR A DR B AR Tz —, BN D RE
BN R R I HTP?Y. GeneTrail
& — AN BT ) 5 R A b A,
47 KEGG. TRANSPATH. TRANSFAC
S5 IR B R ERY, RWEFEAE “KEGG
PATHWAY” #4ls i, i FlGeneTrail i
Xf 72 S R 0A HE R AT A 5 B 1 = R A AT,
KEGG PATHWAY %45 P20 45 41 g A= fb it 72
WA s, 55 &is. a1 E S
K EEREP GeneTrail 7 FEMI2124
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ES@E ERX AE

ErbBiBEs EREG, PIK3R1., SOS2. AKT3. CBL 0.029282
30/ BiRAhE B STK4, PIK3R1. SOS2. AKT3 0.029282
mTORER PIK3R1, AKT3. RHEB. RICTOR 0.029282
RNABE A S DDXB. PAPOLA. DIS3. TTC37 0.030507
THARSZINESEE PIK3R1, SOS2. AKT3. CBL. PTPRC  0.037193
1EMEBIMKESBEE PIK3R1, SOS2, AKT3. CBL 0.037765
SHREESEE PIK3R1, SOS2. AKT3, ETS1 0.037765
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ESEn BER PE
BirRITESER STAT1. GNB2, GNAI2, GRK6 NCFT, 0.000616
HCK. STAT3. FOXO3. PRKCD,
ARRB1. ADCY3, JAK3
BEANESBE CTSA. CTSD. PSAP. AP3D1 0.030655
ATP6VOD1, CTSB. APIM1
EOINERRESER  ACTB. ARF1. ADCY3, ATP6VOD], 0.030655
ATP6VOET
IgG FCSANSNEWE  PRKCD, INPPSD, NCF1, HCK ARPC4, 0.032924
VEFEES SPHKT
4- [ Ineaycl
O PCRAH

-log10(correctedPvalue)
= N W DA~ U1 OO N @

4-3-2-1012 34
log2(Fold change)

3 ERER “WWE” . EhACHI RN &
HIRFEON RS, RGN R R “PE” AL
{8, PIARERE LRI 2522 57, SR ERELENT P = 0.05, T
ML 5T (RERFARR, WAL eE “75
17 (URCHBEF R FIFRZE SR AR, R/l
2L TR ORFR T IRRZE SRR AR

fifts TANMISZAR . 18 MERIANA B s 5 4
RS Sl BB R

N2 A5 5T % R A O 1) 22 S Bk R T
R “RNAFEME” 155188 LIS, HAE S
IR H 5 PI3K/AK TS Sl B8 AH S, AT WLPI3K/
AKT(E 50 %2 N 2 7 R SR L F (S
SR, HORPIBK/AK TS 5B Al fit £ CHB
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2489

L VAR XA

AFE A TR
8 B IR TF A
FATR . #HHhH
CUE AR
KA —RIEF
YR, st TR
APNY i E b 2
YIS B F TR
BT R EE.

2016-06-08 | Volume 24 | Issue 16 |



TYE 5. @M RSB ENERTARRNMEAAEXESBSHN

W2

Ja—4k: )a—1k
(normalization)#%
B W RAE &R /2R
A F XA I
ST o T
AR E bk, K
P & 18] 69 3k 5%
ERELE SR Py
Mo AR AR
Ko, ¥R
DEX ¥ & 9
B Y aa
bl £ FAZ 8
K g B, AR5
M T A BAT AT
aAT, BAKE
FRBLREE
#9155 18 ¥4 38 15
— A pla, Iep
AT EF AL
AR EZEFTE
BPRIT R

J3aishideng®

WCJD | www.wjgnet.com

PD- 11315 2 D Re sk BE PETAN M AR EE 7.

AT T 1) 22 5 3Rk FE R 43 M SR PIBK
AKTTECHBEFH F N, BEFDae s £
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RESe U 5 Sz ML B 78 IR0 7 55

X bR ) 2 A R AT A SR R (GR3):
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A FRERIERESEE A REEER.
RN 75 5 Ia s 5 R g i S 4 oK,
BEfA . 1gG FeZ RN S A AR S 5k S
KT B IR DU ok 2 5 [
EE R AR SITA i b S W 2P X VTl W bt
IR FE R S 5 IE B SR A s o &, 52
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5 T I A G R DR B R R B 22 S B TR A )
20%(3R2, 3), R T — oA EY R =
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