16-Apr-2018 01:58PM

v iThenticate:

Name of Journal: World Journal of Gastroenterology
Manuscript NO: 38835
Manuscript Type: ORIGINAL ARTICLE

Basic Study

Evaluation of the prognostic power of liver cancer by molecular marker

Abstract
AIM

To evaluate the prognostic power of different molecular data in liver cancer.

METHODS
Cox regression screen and LASSO were performed to select significant
prognostic variables. Then the concordance index was calculated to evaluate the
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