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stract

e three-dimensional (3D) organization of the eukaryolic genome is critical for its proper
function Evidence sugpeststhat extensive chromatin loops form the building blocks of
the genomic architecture, Bfparating genes and gene clusters into distinet functional
dﬂmainsl These logps are anchored in part by a special ype of DNA elements called
Chromatin . Boundary Elements (CBEs).  CBEs were originally found to insulate
neighboring genes by blocking influences of transcriplional enhancers or the sprgad of
silent chromatin. Howewver, recent results show that chromatin loops can -Aisum a
positive role in gene regulation by looping out intervening DNAI and “delivering” remote
enhancers o gene promoters.  In addition, studies from human and model organisms
indicate that the configuration of chromatin loeps, many of whichaee tethered by CBEs, is
dynamically regulated during cell differentiation. In particular, mrnt work by Li¢h al,

has shown that the SF1 h‘“l-‘c‘lt}’lr located in the Drospphila Hox cluster, regulates local
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