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[PDF] Hierarchical ensemble methods for protein function prediction
G Walentini - ISEN bicinformatics, 2014 - downloads. hindawi.com

.. can be considered, by taking into account the predictions across the overall structure of the __.
comelation between func- tional classes, using a multinomial logit model with Bayesian pricrs
in the .. each label in the hierarchy are captured and analyzed using the Bayes method and ..
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Decision tree models for developing molecular classifiers for cancer diagnosis
A Floares, A Birlutiu - Neural Metworks (IJCNN), The 2012 ., 2012 - ieeexplore.ieee.org

.. in gene sequences, mRMNA and microRMNA expression levels, protein structure or function ...
Furthermore, C5.0 presents several tunable parameters which can be adjusted to obtain ... Examples
of ensemble methods are: Bayes optimal classifier, bagging, boosting, Bayesian model ..
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Network-based identification of biomarkers coexpressed with multiple pathways
ML Guo, YW Wan - Cancer informatics, 2014 - joumnals.sagepub.com

Linraveling complex molecular interactions and networks and incorporating clinical information
in modeling will present a paradigm shift in molecular medicine. E. .
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Machine Learming-Based State-of-the-Art Methods for the Classification of RNA-
Seq Data
A Jabeen, N Ahmad, K Haza - Classification in BioApps, 2018 - Springer

.. It has a few tunable parameters .. Instability of model structure .. Therefore, the modern machine
1 technique processes large datasets such as RNA-Seq
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Basic Study

Tunable structure priors for Bayesian rule learning for knowledge integrated

biomarker discovery
Jeya Balaji Balasubramanian, Vanathi Gopalakrishnan

Abstract
AIM

To develop a framework Lo incorporate background domain knowledge into

classification rule lt‘drning for knowled ge Lii:‘-.i{'LW(‘l"}’ in biomedicine.

METHODS
Bayesian rule learning (BRL) is a rule-based classifier that uses a greedy best-first

search over a space of Bayesian belief-networks (BN) to find the optimal BN to y
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2 REEEL . Tunable structural priors for Bayesian rule learning for
knowledge integrated biomarker discovery

Incorporating biological prior knowledge for Bayesian learning via ...
https:/Aww.ncbi_nim_nih.gov/pmc/articles/PMCS 751802/

{E35 : S Boluki - 2017 - 5 |FEREY : 10 - 0=

2017=F12H28H - We call this prior the maximal knowledge-driven information prior (MKDIP). ___ It is
precisely this kind of formal structure that is presented in this paper. ... [20-26], consistency of
biomarker discovery [27, 28], accuracy of identifying ... which is derived from the prior distribution (8)
using Bayes' rule [40, 41].
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Bayesian integration of biological prior knowledge into the ... - NCBI
https://www.ncbi.nim.nih.gov/pubmed/17951815 ~ EhFER

{E : D Husmeier - 2007 - S IFRREL : 29 - xS

Bayesian integration of biological prior knowledge into the reconstruction of .. from which a prior
distribution over network structures is obtained in the form of a __.
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PP Inferring Subjective Prior Knowledge: An Integrative Bayesian Appro...
psiexp.ss.uciedu/ . /Tauber _Steyvers CogSci2013%20-%20FINAL%20REV... v EHZEitHE
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Inferring Subjective Prior Knowledge: An Integrative Bayesian Approach ... be used to estimate people’s
subjective prior beliefs based on _._. that is described using Bayes' rule: ____. reading by machine
learning: A doubly Bayesian method.
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