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SPECIFIC COMMENTS TO AUTHORS 

This article explores the potential mechanism of Jianpi Qingchang Huashi Recipe for the 

treatment of ulcerative colitis based on network pharmacology and molecular docking. 

This added new findings in this field. (Minor) They stated that these findings provide 

theoretical reference for it to better play its therapeutic role for UC in the abstract. 

Although they well explained that the mechanism of this Recipe in the treatment of UC 

could be predicted through network pharmacology and molecular docking in this article, 

they should explain how these findings attribute to the actual clinical setting in the 

discussion and conclusion. 

 


