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COMMENTS TO AUTHORS

In this paper, the authors aimed at investigating the role of macrophage colony-stimulating factor
(M-CSF) in patients with hepatocellular carcinoma (HCC) after resection. They analyze the
prognostic value of MCSF, CD163, CD31 and other clinicopathologic parameters for patients’” DFS
with hepatocellular carcinoma (HCC) and find M-CFS in non-cancer tissues can act as a predictor for
patients DFS after resection. However, there are some SPECIFIC CONCERNS worth being addressed
to improve the quality of the manuscript: 1, In table 2, “Indx of CD163 <26 vs =26 ” and “M-CSF
density <36 vs =36” are wrong. The other data in this manuscript showed CD163 and M-CSF are
associated with poor DFS. But here the hazard ratios are more than one. So they should be written as
Indx of CD163 =26 vs <26 ” and “M-CSF density =36 vs <36”. Please calculate it again to make sure.
2, On page 12, there is a concept mistake. Univariate analysis can be used to show whether the
prognostic factor contribute to patients’ survival or not. But it cannot be used to calculate the
independent prognostic value of a prognostic factor. So the descriptions in this page are wrong. 3,
In figure 3 and figure 4, the range of stratified group are mislabeled.
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