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COMMENTS TO AUTHORS

Well written paper. Nicely laid out, with sufficient detail to be repeated by others. One suggestion.
As the authors indicate that they are preparing similar work for the NS5A mutations why combine
the two pieces of research into one unified paper. The technique is a nice adaption of current
RP-PCR protocols with detect Q80K which can be easily adapted to other parts of the genome and
perhaps other viruses.
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COMMENTS TO AUTHORS

The paper presents a large scientific contribution to the diagnosis of hepatitis C. A new strategy to

detect single point mutations by real-time PCR was presented. This technology can be Implemented

in routine clinical laboratories to be a technique of low-cost and sensitive.The paper is well

written.The technique is a good adaption of current RT-PCR protocols with detect Q80K which can

be easily adapted to other parts of the HCV genome and perhaps other viral types.
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