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SPECIFIC COMMENTS TO AUTHORS 

Ai-Ru Hsieh et al performed genome-wise association study of HBV persistent-infection 

related single nucleotide polymorphism (SNP) in East Asian. In particular, they focused 

on the genetic and non-genetic factor both contributed to persistent HBV infection.  

This is an interesting manuscript on hepatoma cancer research. The following two 

comments aim to further improve the manuscript.  1. The method section could benefit 

from a more rigorous and detailed description. Details on Genome-wide association 

studies, such as coverage and QC, would benefit the manuscript. 2. The basic 

clinicopathological variables of the patients in this study included only age and sex, and 

whether the authors considered some inflammatory indicators for inclusion in the 

analysis 

 


