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Supplementary Figure 1 Violin plots showing the result of
quality control of each sample.



C12_pBMC C16_pBMC C17_pBMC

"~

‘ -‘9\:5"

C18_pBMC

DOI: 10.3748 /wijg.v0.i0.0000 Copyright © The Author(s) 2023.

Supplementary Figure 2 Umap plots showing the cell distribution
of each sample.
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