Supplementary Table 1 Gene fold change of Pre-LARS compared to healthy controls

Gene Fold change P value Gene Fold change P value
AGT -5.3 0.233 MAP2K4 -1.3 0.403
AKT1 -1.4 0.178 MAP2K6 1.2 0.416
AKT2 5.5 0.388 MAP3K1 -1.6 0.135
AKTS3 24 0.503 MAPK1 -1.3 0.099
ATF1 1.0 0.930 MAPK3 -1.2 0.509
BCL10 -1.1 0.679 MCM5 -1.5 0.143
BCL2 -14 0.242 MMP9 21 0.272
BCL2L1 -1.2 0.739 MYC -1.3 0.424
BCL3 1.3 0.434 NFKB1 1.2 0.486
BIRC2 -1.2 0.403 NFKB2 21 0.525
BIRC4 1.2 0.527 NFKBIA -1.4 0.281
BRCA1 2.1 0.267 NLRP12 1.7 0.596
CASP1 -1.2 0.397 NOD1 -1.4 0.363
CASPS8 1.0 0.895 NRAS 1.0 0.992
CCL2 -2.3 0.049 PIAS1 -1.3 0.229
CD4 -1.1 0.944 PIAS2 -1.2 0.441
CD40 -1.6 0.294 PIAS3 25 0.394
CFLAR -1.1 0.701 PIAS4 1.3 0.570
CHUK 1.0 0.902 PIK3CA 1.1 0.720
CREBBP 1.2 0.843 PIK3CB 1.2 0.457
CSF1 1.0 0.984 PIK3CD 1.5 0.719
CSF2 -1.4 0.768 PIK3R1 1.8 0.480
CSE3 123 0.135 PIK3R2 6.1 0.358
EDARADD -1.1 0.754 PPM1A 1.0 0.928
EDG2 -1.1 0.824 PRL -1.3 0.830
EGF -2.2 0.025 PRLR -1.2 0.796
EGFR 1.8 0.302 PSMA3 1.9 0.379
EGR1 -1.2 0.673 PSMB5 1.1 0.701

ELK1 1.8 0.445 PSMC4 1.0 0.882
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Supplementary Table 2 Gene fold change of POST-LARS compared to PRE-LARS

Gene Fold change P value Gene Fold change P value
AGT -2.0 0.232 MAP2K4 -24 0.008
AKT1 -1.7 0.028 MAP2K6 1.1 0.831
AKT2 -2.9 0.294 MAP3K1 -1.5 0.155
AKTS3 -1.9 0.339 MAPK1 1.3 0.078
ATF1 1.2 0.498 MAPK3 -1.3 0.268
BCL10 1.3 0.254 MCM5 -1.8 0.079
BCL2 1.1 0.780 MMP9 -1.3 0.786
BCL2L1 -1.4 0.504 MYC -1.7 0.096
BCL3 2.7 0.037 NFKB1 1.3 0.327
BIRC2 1.1 0.654 NFKB2 29 0.419
BIRC4 1.8 0.129 NFKBIA -1.4 0.132
BRCA1 1.7 0.349 NLRP12 3.8 0.284
CASP1 1.0 0.855 NOD1 1.1 0.600
CASPS8 1.5 0.227 NRAS 1.2 0.329
CCL2 -1.6 0.131 PIAS1 1.3 0.188
CD4 -1.9 0.326 PIAS2 1.0 0.814
CD40 1.3 0.492 PIAS3 -3.0 0.340
CFLAR 1.1 0.769 PIAS4 2.7 0.152
CHUK 1.2 0.698 PIK3CA -1.2 0.552
CREBBP -7.0 0.220 PIK3CB -1.2 0.593
CSF1 1.2 0.770 PIK3CD -3.2 0.352
CSF2 3.4 0.398 PIK3R1 -1.7 0.501
CSF3 2.6 0.346 PIK3R2 -14.0 0.308
EDARADD 1.3 0.525 PPM1A 1.1 0.662
EDG2 1.2 0.582 PRL -4.4 0.296
EGF 1.5 0.052 PRLR -1.2 0.677
EGFR -1.4 0.513 PSMA3 2.1 0.339
EGR1 -1.3 0.514 PSMB5 -1.2 0.322

ELK1 3.7 0.190 PSMC4 1.0 0.745
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Supplementary Table 3 Gene fold change of POST-LARS compared to healthy

controls
Gene Fold change P value Gene Fold change P value
AGT -2.6 0.368 MAP2K4 -3.1 0.005
AKT1 24 0.008 MAP2K6 1.3 0.281
AKT2 -1.3 0.315 MAP3K1 -1.1 0.745
AKTS3 -4.6 0.373 MAPK1 1.0 0.944
ATF1 -1.2 0.427 MAPK3 -1.5 0.171
BCL10 -14 0.119 MCM5 -2.8 0.003
BCL2 -1.5 0.115 MMP9 2.7 0.405
BCL2L1 1.2 0.743 MYC -2.2 0.013
BCL3 -2.0 0.028 NFKB1 -1.1 0.614
BIRC2 -1.3 0.095 NFKB2 -14 0.420
BIRC4 -1.5 0.078 NFKBIA 1.0 0.843
BRCA1 -1.3 0.676 NLRP12 2.3 0.424
CASP1 -1.3 0.302 NOD1 -1.5 0.232
CASPS8 -14 0.232 NRAS 1.2 0.356
CCL2 -1.5 0.261 PIAS1 1.0 0.829
CD4 -3.6 0.335 PIAS2 -1.1 0.565
CD40 -2.0 0.132 PIAS3 -1.2 0.368
CFLAR -1.2 0.424 PIAS4 -2.0 0.009
CHUK -1.2 0.227 PIK3CA 1.0 0.859
CREBBP -5.9 0.100 PIK3CB 1.1 0.728
CSF1 -1.2 0.751 PIK3CD 2.2 0.429
CSF2 -4.8 0.366 PIK3R1 1.0 0.884
CSEF3 4.8 0.259 PIK3R2 -2.3 0.026
EDARADD -1.4 0.163 PPM1A -1.1 0.670
EDG2 -1.3 0.359 PRL -5.5 0.327
EGF -14 0.197 PRLR -1.4 0.464
EGFR 1.3 0.607 PSMAS3 -1.1 0.567
EGR1 1.1 0.808 PSMB5 -1.1 0.652
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Supplementary Table 4 Protein levels of cytokine panel

Mean (pg/mL) STD Median  Variance
CCL26 POST-LARS 8.2 4.4 6.5% 18.5
PRE-LARS 6.2 6.5 3.9 39.8
HC 4.2 1.8 4.5 3.4
IL-4 POST-LARS 3.2 1.5 2.6* 2.2
PRE-LARS 2.3 1.5 2.4 2
HC 1.8 0.7 1.8 0.5
CCL24 POST-LARS 28.1%~ 22 21.8 461
PRE-LARS 14.9 9.8 12.9 91.5
HC 13.4 13.7 9.8 188
IL-10 POST-LARS 13.1%*= 6.9 11.8 454
PRE-LARS 9.7 10.5 54 103.7
HC 7.4 3.7 6.7 13.5
CCLS8 POST-LARS 7.9% 3.7 7.6 13.3
PRE-LARS 52 4.4 3.9 18.6
HC 4.1 3 3.3 9.2
CCL7 POST-LARS 24 5% 6.3 224 37.9
PRE-LARS 13.2 6.9 10 459
HC 13.5 6.4 12 41.5
CCL13 POST-LARS 8.3% 7.5 6.6 53.1
PRE-LARS 6.3 6.2 59 36.9
HC 4.2 24 3.5 5.7
CCL17 POST-LARS 0.7* 0.4 0.8 0.1
PRE-LARS 0.7 0.5 0.5~ 0.2
HC 0.4 0.3 0.3 0.1
CCL1 POST-LARS 1.4% 0.5 1.3 0.2
PRE-LARS 0.9 0.6 0.7 0.4
HC 0.7 0.3 0.7 0.1
CXCL2 POST-LARS 20.8% 12.8 16.5 155.3
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(*~ vs. HC oo vs. Pre-LARS, p<0.05)



Supplementary Table 5 The protein levels of pre-post LARS by subgroups

Mean Std. deviation
ERD A/B (N =10)
CTACK/CCL27 POST-LARS 6.66 3.61
PRE-LARS 3.37 3.17
EOTAXIN/CCL11 POST-LARS 8.96 2.50
PRE-LARS 5.03 3.22
MCP3/CCL7 POST-LARS 25.70 4.73
PRE-LARS 12.09 7.41
MCP4/CCL13 POST-LARS 711 1.82
PRE-LARS 4.20 2.67
MIF POST-LARS 172432.54 44468.57
PRE-LARS 91243.07 77383.50
TECK/CCL25 POST-LARS 668.29 109.29
PRE-LARS 363.14 180.42
ERD C/D (N = 6)
ITAC/CXCL11 POST-LARS 5.40 3.18
PRE-LARS 3.31 2.08
NERD (N = 6)
NFKappaB POST-LARS 10.75 0.99
PRE-LARS 7.50 1.22
BCA1/CXCL13 POST-LARS 0.25 0.08
PRE-LARS 0.53 0.33
CTACK/CCL27 POST-LARS 6.85 1.43
PRE-LARS 242 2.32
EOTAXIN2/CCL24 POST-LARS 33.61 15.80
PRE-LARS 11.82 8.05
GRO-b/CXCL2 POST-LARS 18.02 6.42
PRE-LARS 7.80 417
1309/ CCL1 POST-LARS 1.33 0.30

PRE-LARS 0.55 0.22
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The significant differences have been given only (P < 0.05).



